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Figure 2 





Negative regulator of breast cancer growth 

Silencing = increased risk of BC; no meth in normal; meth in diff path 

Correlates with Rassfia meth In neuroblastoma 

Methylation frequent in BC (25%), correlates with higher grade, different In intraductal and invasive 
Methylation correlates with invasive lobular carcinoma, no p53 overexpresslon, ER positlvity 
Loss of expression correlates with poor survival and ER status; expressed in inflammatory BC. 
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Figure 4 



A. Northern blot 
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B. Methylation-specific PGR 
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